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Fig. S1 (a) Simplified diagram of the gas sampling pot: 1, three-way stopcock; 2,
stainless steel tube; 3, electric fan; 4, static chamber; 5, water for sealing; 6, overlying
water (during flooding); 7, soil; 8, gas—permeable silicone tube (with silicone rubber
stoppers at both ends). (b) Photograph of the pots during headspace gas sampling.
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Fig. S2 Dynamics of nirK abundance (a) and nosZl abundance (b) during the
incubation. CK, ST1, ST2, and ST3 received 0, 50%, 100%, and 150% of the local
harvested rice straw, respectively. Different lower-case letters denote significant
differences between treatments (o = 0.05). Data are given in average + standard error
(n = 3). Days 14 and 28 correspond to the flooding period, days 42 and 56 to the early
drained period, and days 70 and 84 to the late drained period, respectively.
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