1 Supplemental Table 1. Volume of water filtered (L) for POM analyses.

Depths Stn. 17 Stn. 18 Stn. 19 Stn. 20
Surface 6.0 9.5 5.0 13.5
DCM 5.5 8.5 5.5 12.5
300 m - 13.5 15.0 14.5
Meso 9.0 11.0 14.5 12.5
1500 m - 14.0 14.0 15.0
3000 m - - 13.7 13.5
Bottom - 13.5 12.5 13.0
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Supplemental Figure 1. Particulate organic carbon and the POC:PON ratio for each station and
depth. Stations are separated by color.
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Supplemental Figure 2. Bacterial protein production per cell as measured by incorporation of
tritiated leucine (*H-Leu).
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Supplemental Figure 3. Non-metric multidimensional scaling (NMDS) plot based on Bray-

Curtis dissimilarity shows glucosidase and peptidase activities clustered by station.
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Supplemental Figure 4. Summed glucosidase and peptidase activities for each station and
depth. Bars represent the average hydrolysis rate calculated over 12 hours. A-glu: alpha-
glucosidase; B-glu: beta-glucosidase; Leu: leucine aminopeptidase; AAF: alanine-alanine-
phenylalanine; AAPF: alanine-alanine-proline-phenylalanine; QAR: glutamine-alanine-arginine;
FSR: phenylalanine-serine-arginine.
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Supplemental Figure 5. Summed polysaccharide hydrolase activities for each station and depth.
Bars represent the maximum hydrolysis rate calculated. Pul = pullulan; Lam = laminarin; Xyl =
xylan; Fuc = fucoidan from Fucus vesiculosis; Ara = arabinogalactan; Chn = chondroitin sulfate.



-0.6

o <
© T T
1 1
E.mc_m \'d o~ E,Mmﬁm \'d ®
%ccﬁ_t.m%;. :mccmc._.v._ﬁm
ueon|BeL g ueon|b¢ g

‘z’1d3 uepioony
. ,_Q&.cm_u_oﬁ._
|3BTOIUOINDN|
ploeDIWeIn
250|AY
2500N|5
25010e[eD)
aulwesodn|H
asou|qely
aujwesoldees
I500N4

seubly 0000~ 00 00
JASO| i g g g g g i o
ueuuelw ]
uesn|bel'g
z'1d3 uepioony
‘[id3 uepioony e.
pidenuoInon|y

,t_un,u_En._:»a o~
BSO|AX |@
2502 _W
asoeed
aujwesodn|d (@
3s50UIgely (@
aujwesolees) @

7

.

ylose @
i.2.
uréan 29

Muramicacid 7
Glucuronicacid

Fucose
Galactosamine
Arabinose
Glucosamine
Galactose
Glucose
X
Fucoidan..Epi.1.
Fucoidan..E
B.1.3.gl
B.1A4‘mxar|man|
5
Algy;naye

‘Z1d3"uepioon,
: _._Quu..cm_u__uu:
pi13eSIuoInon|
p1REdIWeIn
3

wmo
9500

350108 (8D

aujwesoan|dH

asoulqely

aujweso}e[es

aeulbpy

ASOIAY

ueuuelry | g

ueon|6¢ g

.m._%‘.:mn_SE

“|'1d3"uepioon:.
_, _..w_: i

aso)pe|en)
aujwesodn|
asou|qely
aUIWEs0)IE[ED
8503n]

-0.8

LU0 000

00000000

8 -~
8-
] g
L)
°
i)
[ IS o
@c~0 000
o .~ o @

Iu mwc mnlum Ul L oe o
& gRI<5gosEEgl
= Ui MAMQ

3

Bact.Prod.

Yy ] ]
000 0 000000008 s . 0~00080
(] ~0r.
o HCCTU UV UV VVAT T~ ECS U
C.WPetI.Osnsnsss.u,ni.uaasvf
EEEDOCY OFOFC000RRBERVUC AR
S @ 2LV SECECOZ LS c=E
a3 LERFEEX22 0 S O8D
cromY ESEGmME <
<59 Comoed
o5 2 000w~
T U =599 o
9 O
o
o

e e o et P P P 5 8 o e 5 P P ot s P P P e e

between
. (b) Break

Pearson’s correlations
ty measurements for all stations and depths.

isplaying

d correlation plot d

6. Combine
tal parameters and enzymatic activity measurements at all stat

igure

Supplemental F
(a) environmen

31

101nS

32

i

ile red denotes negat
ty of correlation between env

between just the enzyme activ

down of correlations

33

1ze of

1ons. The shade and s
tal parameters and

lat

ronmen

1VE€ COITC

Blue denotes positive correlations wh

the circle emphasizes

34
35

i

the intens

enzymatic activities.

36
37

38



